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How to perform Outlier Detection Analysis in our platform?
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3 Tips for Outlier Detection
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4. Outliers will be removed from your experiment.
You can check them in the transformation

Transformation Pipeline

You can chain several actions to transform the spectra included in the experiment. The resulting output spectra will be used in the rest of analysis within this experiment
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How to perform Outlier Detection Analysis in our platform?

What is it?
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In Clover Biosoft, the Outlier Detection module identifies
outliers that are presented in the dataset. An outlier is an
extreme value in a dataset that lies an abnormal distance
from other values (either much larger or much smaller from
the overall pattern of the data). Identifying and handling
outliers is important in data analysis to ensure that they do not
unduly influence statistical measures and model performance.
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How to perform Outlier Detection Analysis in our platform?
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How to perform Outlier Detection Analysis in our platform?

Outlier Detection Results

Summary

These are the samples detected as outliers by one of the tests or by both of them.

Q Tip: Select desired spectra on the table and click the "Mark as Outlier” link to persist them as detected outliers in the experiment X
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How to perform Outlier Detection Analysis in our platform?

3 | Tips for Outlier Detection
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